
Structure of the pmatrx_abm file

rhocent, neigmin(mega), nrho,
(rhos(krho), krho=1,nrho), mid_zero, cstest

jbasis=1,neigmin(megap)

mega= megamin, megamax

ithrho=1,nrho

(s(ibasis,jbasis),
ibasis=jbasis, neigmin(mega))

(eigen(ibasis,mega),
ibasis=1, neigmin(mega))

krho=1, nrho

if ?

rho # rhocent
or

mega=1

rho = rhocent

3.5, 277, 3, 3.48, 3.50, 3.52, false, false

energy((i),i=1,277)

s ((277 x 278)/2)

s ((277 x 278)/2)

3.5, 265, 3, 3.48, 3.50, 3.52, false, false

energy((i),i=1,265)

s ((265 x 266)/2)

s ((265 x 266)/2)

s ((265 x 266)/2)

rhocent, neigmin(mega), nrho,(rhos(krho),krho=1,nrho), mid_zero, cstest 

(eigen(ibasis,mega), ibasis=1, neigmin(mega))

(s(ibasis,jbasis),ibasis=jbasis,neigmin(mega))

(s(ibasis,jbasis),ibasis=jbasis,neigmin(mega))

rhocent, neigmin(mega), nrho,(rhos(krho),krho=1,nrho), mid_zero , cstest

(eigen(ibasis,mega), ibasis=1, neigmin(mega))

(s(ibasis,jbasis),ibasis=jbasis,neigmin(mega))

(s(ibasis,jbasis),ibasis=jbasis,neigmin(mega))

(s(ibasis,jbasis),ibasis=jbasis,neigmin(mega))

3.5, 277, 3, 34.85, 35.0, 35.15, false, false

energy((i),i=1,277)

s ((277 x 278)/2)

s ((277 x 278)/2)

3.5, 265, 3, 34.85, 35.0, 35.15, false, false

energy((i),i=1,265)

s ((265 x 266)/2)

s ((265 x 266)/2)

s ((265 x 266)/2)
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